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<400> 


1 
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N <211> 325 

V, <212> PRT 

Q <213> Mycobacterium tuberculosis 
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<400> 
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Thr 
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Trp 
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Tyr 


His 
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Gin 


Gin 


Phe 


He 
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285 

<210> 3 
<211> 404 
<212> PRT 

<213> Artificial Sequence 
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<211> 403 
<212> PRT 
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Lys 
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250 
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Met 
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Tyr 




370 
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Trp 
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385 
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<210> 5 
<211> 36 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> M. tuberculosis 



<400> 5 

ggcgccggca agcttgccat gacagagcag cagtgg 3 6 

<210> 6 
O <211> 26 

ig <212> DNA 

l^x <213> Artificial Sequence 

O <400> 6 

IFI cgaactcgcc ggatcccgtg tttcgc 26 

Ti <210> 7 

<211> 32 
N <212> DNA 

3! <213> Artificial Sequence 

n <400> 7 

!^ ggcaaccgcg agatctttct cccggccggg gc 32 

!^ 

<210> 8 
<211> 27 
:^ <212> DNA 

<213> Artificial Sequence 

<400> 8 

ggcaagcttg ccggcgccta acgaact 27 

<210> 9 
<211> 30 
<212> DNA 

<213> Artificial Sequence 
<400> 9 

ggacccagat ctatgacaga gcagcagtgg 30 

<210> 10 
<211> 47 
<212> DNA 

<213> Artificial Sequence 
<400> 10 

ccggcagccc cggccgggag aaaagctttg cgaacatccc agtgacg 47 
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<210> 11 
<211> 44 
<212> DNA 

<213> Artificial Sequence 
<400> 11 

gttcgcaaag cttttctccc ggccggggct gccggtcgag tacc 

<210> 12 
<211> 20 
<212> DNA 

<213> Artificial Sequence 

<400> 12 
ccttcggtgg atcccgtcag 



m 
o 



1^ 
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